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Abstract 

Oral cancer is the sixth most common cancer in the world. Oral cancer is the cancer of the oral cavity and pharynx, including 

cancer of the lip, tongue, salivary glands, gum, floor and other areas of the mouth. The aim of the study is to identify SNPs using 

dbSNP and predict the effect of mutation using Predict SNP. The association of genes is done by STRING. The disease and drugs 

associated with the genes are obtained from Webgestalt. The prediction of binding site is done by CASTp. The interaction of 

ligand and protein is done by using Autodock and Visualised through Discovery studio, pymol, Ligplot. From this report we 

found that oral cancer differs from person to person based on their genes and genetic interactions and expressions which 

recommend the clinicians to go for personalized medicine rather that generalized medicine for the patients with oral cancer. 

Seeking the importance of genetic background of oral cancer patients further studies can be done by mining of non-synonymous 

SNPs associated with genes for causing oral cancer. 
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